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Research Area/ Interests: 
My research has motivated by the genetic and morphological diversity of the living creatures.  Our 
laboratory focuses on understand the genetic basis underlying reproductive changes during speciation. 
Some of our works showed that proteins involved in hybrid incompatibility and reproductive traits 
evolved rapidly due to positive Darwinism selection.  In recent years, we applied genomic approaches 
to understand transcriptomic changes related to ecological adaptation, such as host specificity and 
feather formation.  We also analyzed the molecular patterns of genomes to address lineage-specific 
codon usage evolution, dynamics of copy number variation (CNV) and the facts of gene duplication.  
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