GIP-TRIAD Faculty Curriculum Vitae
Chau-Ti TING (NTU)

Chau-Ti TING, Ph.D.

Date of Birth: July 31, 1966

Affiliation:

Department of Life Science, Institute of Ecology and Evolution
& Genome and Systems Biology Degree Program

College of Life Science, National Taiwan University

E-mail address: ctting@ntu.edu.tw

URL: http://homepage.ntu.edu.tw/~ctting/Home.html

Academic History:
1989 Department of Plant Pathology and Entomology, BS in Entomology
National Taiwan University, Taiwan
1991 Department of Plant Pathology and Entomology, MS in Entomology
National Taiwan University, Taiwan
1996 Department of Ecology and Evolution Visiting student (non-degree)
University of Chicago, USA
1997 Department of Plant Pathology and Entomology, PhD in Population Genetics
National Taiwan University, Taiwan

Professional/Scientific Career:

1997-2000 Postdoctoral Fellow Department of Ecology and Evolution,
University of Chicago, USA
2000-2004 Assistant Professor Department of Life Science

National Tsing Hua University, Taiwan
Studies, Japan

2004-2006 Associate Professor Department of Life Science

National Tsing Hua University, Taiwan
2005 Visiting Scholar Population Biology

University of California, Davis, USA
2006-present Associate Professor Department of Life Science

National Taiwan University, Taiwan

Awards/Professional Societies:

2000 Research Award, National Science Council, Taiwan

2004 Wu Ta-You Memorial Award for Research Excellency

2005 Young Investigator Award for Research Excellency, National Tsing Hua University

2006 Junior Research Investigators award, Academia Sinica

2014 Teaching Award, National Taiwan University

2015 Teaching Award, National Taiwan University

Research Area/ Interests:

My research has motivated by the genetic and morphological diversity of the living creatures. Our
laboratory focuses on understand the genetic basis underlying reproductive changes during speciation.
Some of our works showed that proteins involved in hybrid incompatibility and reproductive traits
evolved rapidly due to positive Darwinism selection. In recent years, we applied genomic approaches
to understand transcriptomic changes related to ecological adaptation, such as host specificity and
feather formation. We also analyzed the molecular patterns of genomes to address lineage-specific
codon usage evolution, dynamics of copy number variation (CNV) and the facts of gene duplication.
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