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Academic History: 
1996 – 2000  Undergraduate at Kyoto University, 
   Faculty of Integrated Human Studies 
2000 – 2006   Graduate student at Kyoto University,  

Graduate School of Biostudies (Master and Doctoral Courses), 
Ph.D. (Life Sciences)(1/2007) 

2002 – 2004 JT Biohistory Research Hall Trainee (Prof. Keiko Nakamura and Ms. Mitsuko 

Kudo) 

Professional Experience: 
4/2006 – 1/2007   Research Fellow at Kyoto University in Japan, Graduate School of Biostudies 
2/2007 – 9/2007  Specially appointed Assistant Professor at Kyoto University, 
   Graduate School of Biostudies 
10/2007 – 10/2011  Assistant Professor at University of Tsukuba in Japan, 

Graduate School of Comprehensive Human Sciences,  
Institute of Basic Medical Sciences 

10/2011 – 12/2014  Assistant Professor at University of Tsukuba in Japan, Faculty of Medicine,  
12/2014 – present  Associate Professor at University of Tsukuba in Japan, Faculty of Medicine,  
1/2015 – present  Director for University of Tsukuba Taiwan Office, 
4/2015 – present Associate Researcher at National Taiwan University,Center for Biotechnology  
 
7/2012 – 12/2012  Researcher at Institut Pasteur in France (Dr. Msadek Tarek Lab) 
 
Academic/ Professional Societies:  

The Molecular Biology Society of Japan 
 
Research Area/ Interests:  

Molecular Biology, Molecular Genetics, Microbiology, Bioinformatics / Adaptation mechanisms of 
pathogenic and symbiotic bacteria 

 Incubation Studies for Entrepreneurship / Prototyping foodstuffs to assess social acceptance 
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